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Keeping an Eye on
the Prize

| WAS VERY DISAPPOINTED TO FIND OUT
(“Fame inflation,” Newsmakers, 1 Feb-
ruary, p. 553) that I, like Steven Running,
am not a Nobel laureate. According to the
“Dear colleagues” letter 1 received from
Ogunlade Davidson and Bert Metz on behalf
of the IPCC, I am indeed a Nobel laureate,
albeit perhaps along with many, many others.
The letter says, “You no doubt have heard
about the award of the Nobel Peace Prize to the
IPCC, jointly with Al Gore of the USA. This
makes all of you a Nobel laureate and we, as
co-chairs, want to congratulate you wholeheart-
edly with this exceptional recognition.” Addi-
tionally, a beautiful Nobel Peace Prize certifi-
cate with my name on it now adorns my wall.
Although the financial remuneration has not
yet arrived, I have enjoyed the celebrity status
associated with the honor. ROGER A. SED]O

Resources for the Future, Washington, DC 20036-1400,
USA. E-mail: sedjo@rff.org

Epigenomics: A Roadmap,
But to Where?

RECENTLY, THE DIRECTOR OF THE NATIONAL
Institutes of Health (NIH) allocated $190 mil-
lion for an “Epigenomics” Roadmap initiative
(7). As investigators in this area, we endorse the
idea that chromatin biology is an appropriate, if
not essential, area for the NIH to support, not
only for its fundamental biological significance
but also its relevance to human disease.
Nonetheless, we believe that this initiative,
at least in its current form, will not yield
significant benefits. If the use of the term
“epigenome” is intended to equate the value of
this Roadmap initiative with the Human
Genome Project, it fails on several grounds.
First, it does not consider our current
understanding of the roles of sequence-
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Dear colleagues,

You no doubt have heard about the award of the Nobel Peace Prize to the IPCC, jointly with
Al Gore of the USA. This makes all of you a Nobel laureate and we, as co-chairs, want to
congratulate you wholeheartedly with this exceptional recognition.

This award is not just for those who worked so hard to complete the Fourth Assessment report, but
also for all those that contributed to earlier [IPCC WG III reports. During our term of office
Working Group 111, in addition to the contribution to the Fourth Assessment Report, produced
Special Reports on Aviation, Emission Scenarios, Technology Transfer, Ozone and Climate, CO,
Capture and Storage, as well as the Third Assessment Report. This work has provided the
foundation for the current recognition of IPCC as an authoritative voice on the climate system, the
impacts of climate change and ways to avoid it. You can all be proud of this achievement.

At times like this the attention tends to go to the leadership of the organization. We want to stress
however that it is the dedication and hard work of the authors upon which the success of IPCC rests.
We also thank the TSU staff during the TAR and AR4 for their invaluable contribution to the
delivery of quality products. We, as co-chairs, are proud to have been able to serve you during these

years.
Once again our heartiest congratulations.

With warm regards,

@W

Ogunlade Davidson
Co-chairs IPCC Working Group I1I

Netherlands Environmental
Assessment Agency

specific DNA recognition events and tran-
scriptional networks in controlling epigenetic
changes. A multifaceted effort that elucidates
transcriptional circuits that tell us where and
when signal-responsive, sequence-specific
regulators function would be more useful
for understanding cell type programming.

Bert Metz

Gilobal Sustainability and Climate

Second, merely cataloging modification pat-
terns offers comparatively little new or useful
information. We already know that most
genes are associated with one of a few patterns
of chromatin modifications and that the pat-
terns themselves do not tell us how that gene is
regulated or how its expression state is inher-
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